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Figure S2. 
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Number of CpGs 

 

Number of 

unmethylated CPGs 

  

MD2 8 0 

MD4 13 0 

MD1 18 0 

MD3 22 0 

UMD6 13 13 

UMD4 21 21 

UMD7 32 32 

UMD3 38 38 
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KHC4:3,319,475 - 3,359475 

KHC7:463,000 - 493,000 
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KHC9:4,817,000 – 4,822,000 

KHL40:74,750 – 76,750 
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KHC8:2,885,932-2,915,932 

KHC8:5,710,096-5,740,096 
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Figure S6. 
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